(A) Tg-reprogrammable MEFs were transduced with either AmCyan orMybl2-AmCyan lentivirus and induction of reprogramming was started one day after infection by doxycycline addition. Three days after the starting of reprogramming cells were sorted based on mOrange and AmCyan expression and RNA extracted. Taqman qPCR was done for the selected genes on two different RNA sets from the RNA-seq as well as for MEFs and ESCs. Results show relative gene expression normalized to the house keeping gene β2-microglobulin. 3 technical replicates and two biological replicates (set A and set B). ATAC-seq, and RNA-seq UCSC genome browser tracks for Col11a1(B) and Lef1 C). Red circles show differential ATAC-seq peaks between both conditions. D) Representative X-ChIP on immortalized MEFs infected with Mybl2-HA-AmCyan using HA antibody. Enrichment fold was determined against negative control region. Graphs illustrate level of enrichment for each binding site identified for Tgfbr3, Lef1, Col11a1, and Col6a2. .
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